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to the Claims is intended to narrow the scope of any of the amended Claims within the 
meaning of Festo 1 . 


CLEAN VERSION OF REWRITTEN. ADDED, AND/OR CANCELLED CLAIMS 
PURSUANT TO 37 C.F.R. S1.121 (cM1)(l) 


1 7. {Amended) A method for determining a T-cell epitope of a peptide, 

comprising the steps of: 

(a) \ obtaining from a single human blood source a solution of dendritic 

cells and a solution oYna'i've CD4+ and/or CD8+ T-cells; 

(b) \fferentiating said dendritic cells, in said solution of dendritic 
cells, to produce a solution of differentiated dendritic cells, wherein said differentiating 
comprises combining saidWndritic cells with at least one cytokine; 

(c) combining said solution of differentiated dendritic cells and said 
naive CD4+ and/or CD8+ T-ce^s with the peptide, said peptide comprising said T-cell 
epitope; and 

(d) measuring proliferation of said T-cells in said step (c). 

1 8. (Amended) A metho\of reducing the allergenicity of a protein 

comprising the steps of: 

(a) identifying a T-cell epitope i\ said protein by 

(i) contacting an adherer\monocyte-derived dendritic cell that has 
been differentiated by exposure to at least onetytokine in vitro, with a peptide 
comprising said T-cell epitope; and 

(ii) contacting said dendritic celled peptide with a naive T-cell, 
wherein said naive T-cell has been obtained from theNsame source as said adherent 
monocyte-derived dendritic cell, and whereby said T-ce^proliferates in response to said 
peptide; and 
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(b) rnodifying said protein to neutralize said T-cell epitope such that the 
edified protein inWes less than or substantially equal the baseline proliferation of 
said naive T-cells. 


(Amende id) 


23. 

said microbial subtilisin 
epitope with an analogous 
(b) substituting the ammo 
from a non-human honrjolog 
sequence of the epitop 
structure attributes of 


The method according to claim 20, wherein said epitope of 
is modified by: (a) substituting the amino acid sequence of the 
sequence from a human homolog of said microbial subtilisin; 
acid sequence of the epitope with an analogous sequence 
_ of said microbial subtilisin; or (c) substituting the amino acid 
3 with a sequence which substantially mimics the major tertiary 
epitope. 


24. (Amei 


tie 


prot ease. 


nded) 

4- 


The methoericcording to claim 23. wherein the protein is a 


29. (New) The method according to claim 1 8, wherein said T-cell epitope is 
modified by a substitution selected from the group consisting of: 

(a) substituting the amino acid sequence of said T-cell epitope with 
an analogous sequence from a human homolog to the protein of interest; 

(b) substituting the amino acid sequence of said T-cell epitope with 
an analogous sequence from a non-human homolog to the protein of interest; or 

(c) substituting the amino acid sequence of said T-cell epitope with a 
sequence which substantially mimics the major tertiary structure attributes of the 
epitope. 

30. (New) The method according to claim 29, wherein said T-cell epitope is 
modified by substituting the amino acid sequence of the T-cell epitope with an 
analogous sequence from a human homolog to the protein of interest. 


GC527 amendment 


US Serial No. 09/062,872 
Page 4 


31 . (New) The method according to claim 29, wherein said T-cell epitope is 
modified by substituting the amino acid sequence of said T-cell epitope with an 
analogous sequence from a non-human homolog to the protein of interest. 

32. (New) The method according to claim 29, wherein said T-cell epitope is 
modified by substituting the amino acid sequence of the epitope with a sequence which 
substantially mimics the major tertiary structure attributes of said T-cell epitope. 
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